ImmPortCSV2TXT Documentation

Description: Conversion of a CSV file to a tab-delimited text file.

Author: Yu “Max” Qian (gianyu_cs@yahoo.com)

Please see the gp-flowcyt-help Google Group
(https://groups.google.com/a/broadinstitute.org/forum/#!forum/gp-
flowcyt-help) for help regarding these modules. If you have a
GenePattern specific question, please feel free to contact

GenePattern at gp-help@broadinstitute.org

Summary

The module will convert a CSV file to a matrix-like tab-delimited text file that can be
further used as input for modules such as ImmPortColSelection, InmPortFLOCK, or the
ImmPortCrossSample module. In general, commas from the CSV file will be replaced by
tab-delimiters in the output file.
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Parameters
Name Description
*Input CSV The input CSV file that will be converted to a tab-delimited text
data file file. Default: none
Input Files

1. Input CSV data file
The input CSV file that will be converted to a tab-delimited text file.

Output Files
1. Output data in a text file

A tab-delimited text file named output.txt containing the data matrix from the input
CSV file.
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Example Data
Run the module with Input.file = Selected_Columns_CKJN_AQ2.csv

Platform Dependencies

Module type:

CPU type:
OsS:

Language:

Flow Cytometry
Any

Any

C

GenePattern Module Version Notes
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Initial Version
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